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H6FXtripa fusion protein 

1 MG SHHHHHHGS IQGRS PGTE P PTQKPKKI V 30 

31 N A K K D V V NTKMFEELKSRIiDTLAQEVALLK 60 

61 EQQALQTVSLKGS* 73 



H6FXtripB fusion protein 

1 MGSHHHHHHGSIQGRSPGTEPPTQKPKKIV 30 

31 NAKKDVVNTKMFEELKSRLDTLAQEV A L L K 60 

61 EQQALQTGS* 69 



Fig. 4 
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TN123 



GSIEGR-GEP IV* 
GATCCATCGAGGGTAGGGGCGAGCCA ATCGTGTA 



M V R A- CXI -EGGSHHHHHH 

CATATGGTTCGTGCA \ -GAAGGGGGATCGCATCACCATCACCATCACG AGCTTGAATTC 

Bam HI Hind 111 Eco R 





Fig. 5 
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CIIH6FXTN123 fusion protein 

1 MVRANKRNEAIiRIESALLNKIAMIiGTEKTA 30 

31 EGGSHHHHHHGSIEGRGEPPTQKPKKIVNA 60 

61 KKDVVNTKMFEELKS RLDTLAQEVALLKEQ 90 

91 QALQTVCLKGTKVHMKCFLAFTQTKTFHEA 120 

121 SEDCISRGGTLSTPQTGSENDALYEYLRQS 150 

151 VGNEAE IWLGLNDMAAEGTWVDMTGAR I A Y 180 

181 KNWETEITAQPDGGKTENCAVLSGAANGKW 210 

211 FDKRCRDQLPYICQFG'IV* 228 



H6FXTN123 fusion protein 
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Fig. 6 
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TN12 g sie^g.rg/epp qtv* 

* GATCdATCGAGGGTAGGGGCGAGCCACCA CAGACGGTCTA 



TM03 GSIQGRV.VNT GIV* 

GATCCATCCAGGGTAGGGTTGTGAACACA — - - GGGATCGTGTA 




Fig. 7 
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H6FXTN12 fusion protein 

1 MGSHHHHHHGS IEGRGEPPTQKPKKIVNAK 30 
31 KDVVNTKMFEELKSRLDTLAQEVALLKEQQ 60 



H6FXTN23 fusion protein 
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H6FXTN3 fusion protein 
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Fig. 8 
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Fig. 10 
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Fig. 11 
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Fig. 12 
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Jij H6FXtripb-UB fusion protein 

^ 1 MGSHHHHHHGSIQGRSPGTEPPTQKPKKIV 30 

=: 31 NAKKDVVNTKMFEELKSRLDTLAQEVALLK 60 

Ci 61 EQQALQTGSQ IFVKTLTGKT I TLEVEPSDT 90 

H 91 IENVKAKIQDKEGI PPDQQRL I FAGKQLED 120 

□ 121 GRTLSDYNIQKESTLHLVLRLRGGS* 145 



Fig. 14 
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H6FXscFv(CEA6)-tripb fusion protein 

1 M G S H H H H H H G S I Q G R S Q V Q L Q Q S G A E V K K P 30 

31GSSVKVSCKASGGTFSNSPINWLRQAPGQG 60 

61 LEWMGS II PSFGTANYAQKFQGRLTITADE 90 



121 LYYYYMDVWGQG T M VTVS SGGGGSGGGGSG 150 
151 GGGSDIQMTQSPSTLSAS IGDRVTITCRAS 180 
181 EGIYHWLAWYQQKPGKAPKLLIYKASSLAS 210 
211 GAPSRFSGSGSGTDFTLTISSLQPDDFATY 240 
241 YCQQYSNYPLTFGGGTKLEIKRAAAEQKLI 270 
271 SEEDLNGAGTEPPTQKPKKIVNAKKDVVNT 300 
301 KMFEELKSRLDTLAQEVALLKEQQAIiQTGS 330 
331 * 



91 STSTAYMELS 



S L R S E 



DTAVYYCAGRSHNYE 



120 
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H6FXtripb-scFv(CEA6) fusion protein 
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Fig. 18 
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H6FXscFv(CEA6)-tripb-scFv(CEA6) fusion protein 

1MGSHHHHHHGSIQGRSQVQLQQSGAEVKKP 30 
31 GSSVKVSCKASGGTFSNSPINVJLRQAPGQG 60 
61LEWMGS I I PSFGTANYAQKFQGRLTITADE 90 
91STSTAYMELSSLRSEDTAVYYCAGRSHNYE 120 
121 LYYYYMDVWGQGTMVTVS SGGGG S G_G G G S G 150 
151 GGGSDIQMTQSPSTLSASIGDRVTITCRAS 180 
181 EGIYHWLAWYQQKPGKAPKLLIYKASSLAS 210 
211 GAPSRFSGSGSGTDFTLTISSLQPDDFATY 240 
241 YCQQYSNYPLTFGGGTKLEIKRAAAEQKLI 270 
271 SEEDIiNGAGTEPPT' QKPKKIVNAKKDVVNT 300 
301 KMFEELKSRLDTLAQEVALLKEQQALQTGS 330 
331 QVQLQQSGAEVKKPGSSVKV'SCKASGGTFS 360 
361 NSPINWIiRQAPGQGLEWMGSI IPSFGTANY 390 
391 AQKFQGRLTITADESTSTAYMEL S SIiRSED 420 
421 TAVYYCAGRSHNYELYYYYMDVWGQGTMVT 450 
451 VS SGGGG SGGGGSGGGGSDIQMTQS PSTLS 480 
481 AS IGDRVTI TCRASEG IYHWIiAWYQQKPGK 510 
511 APKLLIYKASSLASGAPSRFSGSGSGTDFT 540 
541 LTIS SLQPDDFATYYCQQYSNYP LTFGGGT 570 
571 KLEIKRAAAEQKLISEEDLNGA* 592 



Fig. 20 
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Fig. 21 
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